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MaHopmahons conqénifo'es

Deaﬂ}s In l[u“—jlepm neonafles 48%
DQCJiC]J[PiC infensive care cchmissions 39%

DQCJiC]j[PiC hospi’lal cuolmissions 21%

Am J Fum Gent, 63, 1153, 1998
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